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Fig 1 Mucinous cystadenoma of ovarian poorly differentiated. Strong reaction of nm23 protein stain ( S-PX 400)
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Fig 2 Strong reaction of P16 protein stain in metastatic focus of lymph node (S—P< 400)
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1 . NDPK /nm23  CDKN2/P16

Tab 1 Expression of nm23 and p16 protein in normal ovarian. benign and malignant ovarian tumor

N DPK /nm23 CDKN2/P16
n positive(% ) positive(% )
- + + o+ - + + o+
Normal 12 7 4 1 41. o 3 7 2 75k
Benign 14 8 5 1 42. & 6 8 0 57. Yo
M alignant 52 17 30 5 67. 3o 37 11 4 28. 8%

22 OECHALHAY nm23&4 & Pl6&d £14k6) 2.3 mm235 Pl6&G £\ /& &0 ey kik

*Z -1 ) nm23
mm23  :Y%= 5.850,p<0.05 Pl6  :x*= 1.878,p 71. %% , [M-N ) 667, (2
> 05, am23 , L6 = 0.062,p> 005). P16 71. 4% |
’ 2 22. 2% (%= 7. 146, p< 0.01),
, 3
2 OEC NDPK /nm23 (DKN2/P16

Tab 2 Expression of nm23 and p16 protein in different histological type of OEC

N DPK /nm23 CDKN2/P16
Histological type n positive(% ) positive(% )
- + + o+ - + + o+
Serous 28 5 20 3 82. 4 18 8 2 35. e
M ucous 22 11 9 2 50. 0% 18 3 1 18. %o

3 NDPK/nm23 CDKN2/P16
Tab 3 Expressions of nm23 and p16 in different clinical stage of OEC

N DPK /nm23 CDKN2/P16
Stage n positive(% ) positive(% )
- + + o+ - + + o+
[ ~1 7 2 5 0 71. %o 2 5 0 71. %
-~ 1v 45 15 25 5 66. P 35 6 3 22. Do
24 nm23%G A Pl6&&a £ OECAHRAZ A L2145 P> 0.05); P16 . 440 ,
v 8 & ik 17. 0 (X*= 5.387,P <0.05), 4

nm?23 (X*= 0. 239,
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Tab 4 Expressions of nm23 or p16 in different degree of differentiation of OEC

NDPK /nm23 CDKN2/P16
Degree of differentiation n positive(% ) positive(% )
- + + + - + + o+

I -1 25 9 14 2 56. 0% 14 8 3 44. O

i 27 8 16 3 70. %% 23 3 1 17. 0o
25 OECHELZHAAL nm23&%49 A plo&ka kik <0.01), O EC nm?23 ;

e % P16 34. Y%
nm23 89. % , 21. M , 2= 1. 015, p>
39. Vo (2= 14.881,p 0. 05, P16 ; 5
5 OEC NDPK /nm23  CDKN2 /P16

Tab 5 The relationship between nm23 and p16 expressions and lymph node metastasis

Lymph node N DPK/nm23 CDKN2/p16
' n positive(% ) positive(% )
metastasis - + + + - + + +
+ 23 14 9 0 39. % 18 4 1 21. Po
- 29 3 21 5 89. P 19 7 3 34. 5%
3 OEC (P<0.01),5 nm?23
31 OECAL¥ NDPK/nm23 AR 5% &k , nm 23 OEC
N DPK /nm?23 .
K-1735 cDN A 3.2 OECY¥ CDKN2/P16 R 73 Kk
, P16 ¢cDN A Sorrano 1993 o}
" nm23 ¢DN A Kamb "' STS-PCR 100
, 17KD . ) DN A ,
nm?23 NDPK 9 (9P21) Serrano
(Nucleoside Diphosphate kinase) e ,
nm 23 NDPK . I( Mutiple Tumor Suppressor M TSI1)
,nm23 NDPK 2(MTS2) MTSI P16
, P16 8. 5Kb 3
nm?23 nm23-H1 (exonl-126bp, exon2-307bp, exon3-11bp) 2
Bl : , exon2-307bp 15. 84KD
nm 23 , , P16 , (CDK4)
41, Po. 42 . 67. 0, . HUGO( Human Genome Organization)
(P<0.05, Mardai mRNA CDKN2 ( Cyclin dependent kinase in—
) nm?23 hibitor 2). P16 O EC
OEC Bl (82. Vb ) , s, P16
(50. 0% ), (730 ) (57. Yo )
(P <0.05), , nm23
, OEC (28.80 ), (P<0 01,
, OEC (P <0.05) P16

5 nm?23
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The expression of NDPK/nm23 and CDKN2/P16 in epithelial ovarian

carcinoma
Yang Ying, Du Baoling, Liu Yulian (Departament of Obstet Gynecwl, Xing Qiao Hospital, Third Military University,
Chongqing, 400037)

Abstract Objective: To explore the relationship between the expressions of tumor metastasis suppres—
sor gene NDPK /mm23 or tumor suppressor gene CDKN /P16 and the occurrence, development and lymph
node metastasis of ovarian epithelial carcinoma Methods: The expression of P16 protein and nm23 protein
were detected by streptavidin peroxidase conjugated method in 78 cases of tissue samples including 12 normal
ovary, 14 ovarian benign epithelioma and 52 O EC. Results: The positive rate of nm 23-H1 expression was 67.
3o in the tissues of OEC which was higher than that of the normal ovary(4l. %o ) and benign ovaran epithe-
lioma (42. 8% )( P < 0. 05). Significant difference between the positive rates in serous carcinomas ( 82. 1% )
and mucinous carcinomas (50. 0% ) (P < 0. 05) was observed. The positive expression rate of nm23-H1 in
OEC was especially related to the lymph node metastasis rather than the clinical stage or the pathologyical
grades. The positive expression rate of P16 in OEC was 28. 8 significantly lower than that of normal ovary
(75. W ) and benign ovanan epithelioma (57. Vo ) (P < 0 01). The positive expression rate of P16 in the ad-
vanced cases was 22. 20 , markedly lower than that of the early cases(71 % ) and of the the ratein poorly
differentiated cases was 17. 0% significanqtly lower than that high grade cases(44% ). No relationship was
found between the expression of nm23 and P16 and the ages of the cases. Conclusion: Nm23 and P16 are
closely associated with the occurrence and development of OEC and nm 23 play a very important rolein OEC
lymph node metastasis- P16 protein may be an important marker for the prognosis of OEC.
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